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Supplemental figures and legends
Figure S1: Analysis of nsp8 multimerization via chemical cross-linking.
Cross-linking analysis of N-terminally His 6 -tagged nsp8 and C-terminally His 6 -tagged nsp8. Increasing concentrations of nsp8 were incubated in Hepes buffer (pH 7.5) in the presence of 0.12% glutaraldehyde for 5 min. Subsequent SDS-PAGE analysis and staining with Coomassie G-250 dye shows that only the C-terminally tagged protein with native N-terminus forms higher order multimers, whereas the N-terminally tagged protein reveals solely mono-and dimers. Figure S5: Position of (putative) critical residues in the published nsp7+8 structure. Position of the critical residues, including D50, D52 in the nsp(7+8) hexadecamer. For reference, the conserved residues K58A, D62, K72A, and Y149, and the location of the termini are also indicated. The three nsp8 subunits that are shown in this figure are coloured yellow, red and blue, whereas residues of the different termini are hidden to simplify the image. The nsp7 subunit that is in direct contact with the three nsp8 subunits is shown in green. Table S1 : DNA primers that were used for cloning of nsp8 and nsp7-8 Primer Sequence
5'-GCGGGTACCCCGCGGTGGAGCTATTGCTTCAGAAT-3' Table S2 : DNA primers that were used for mutagenesis of nsp8 nsp8 mutation PCR primers
5'-CCATCTTTTCCAAAGCGCGTTGCATGGC-3' K127A SAV501 5'-GACTACAGCAGCCGCACTCATGGTTGTTG-3' SAV502 5'-CAACAACCATGAGTGCGGCTGCTGTAGTC-3' D161A SAV503 5'-CCAGCAAGTTGTTGCTGCGGATAGCAAGA-3' SAV504 5'-TCTTGCTATCCGCAGCAACAACTTGCTGG-3' D163A SAV505 5'-AGTTGTTGATGCGGCTAGCAAGATTGTTC-3' SAV506 5'-GAACAATCTTGCTAGCCGCATCAACAACT-3'
